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(Array:Illumina Human-6 V2)
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Sample|RIKEN1_PMA_4h
(rna_sample_id:2125)

(condition_name:cultured 4 hours after PMA)
TRIZOL_RNA_EXTRACTION Extract|RIKEN1_PMA_4h.RNA

(rna_lib_id:HFI )

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
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(CIBEX:CBX46)
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(rna_sample_id:2196)

(condition_name:untreated cells)
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(rna_lib_id:HHA)

TF-qRT-PCR
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(amount_of_RNA:50)
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Sample|RIKEN1_PMA_72h
(rna_sample_id:NA)
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Sample|RIKEN1_PMA_24h
(rna_sample_id:2128)

(condition_name:cultured 24 hours after PMA)
TRIZOL_RNA_EXTRACTION Extract|RIKEN1_PMA_24h.RNA

(rna_lib_id:HFK)

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
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(barcode_id:10)
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(rna_sample_id:NA)
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Sample|RIKEN6_PMA_96h
(rna_sample_id:2256)

(condition_name:cultured 96 hours after PMA and then 0 hours after LPS stimulation)
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Extract|RIKEN6_PMA_96h.RNA
(rna_lib_id:HHL)
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ILLUMINA_HYBRIDIZATION

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
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(barcode_id:11)
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(GEO:GSE15528)
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(rna_sample_id:2245)
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454CAGE_step1
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(amount_of_RNA:50)
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(barcode_sequence:CGTAA)

(barcode_id:8)
(house_keeping_gene:ACTB)

(mixed_ratio:49)

Hybridization|RIKEN3_PMA_4h.RNA_Hyb
(Array:Illumina Human-6 V2)
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(GEO:GSE15528)
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(number_of_2ndPCR_tubes:47)
(number_of_2ndPCR_cycles:8)

(amount_of_tags_for_XmaJI_cut:11.92)
(amount_of_ligated_CAGE_tags:500)

Extract|RIKEN1_PMA_2h.RNA

TF-qRT-PCR

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

Data|RIKEN1_PMA_2h.RNA.TFqRTPCR
(GEO:GSE15528)
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(rna_sample_id:NA)
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454CAGE_step1
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(barcode_sequence:CATTG)

(barcode_id:7)
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(GEO:GSE15528)
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ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS
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(CIBEX:CBX46)
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(GEO:GSE15528)
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(number_of_2ndPCR_cycles:8)
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(GEO:GSE15528)
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(rna_sample_id:NA)

(condition_name:cultured 6 hours after PMA)
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(CIBEX:CAR215)
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454CAGE_step1
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(barcode_id:9)
(house_keeping_gene:ACTB)

(mixed_ratio:23.6)
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(Array:Illumina Human-6 V2)
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(amount_of_ligated_CAGE_tags:500)
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(GEO:GSE15528)
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Sample|RIKEN6_PMA_12h
(rna_sample_id:2252)

(condition_name:cultured 12 hours after PMA) TRIZOL_RNA_EXTRACTION
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(rna_lib_id:HHJ)
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454CAGE_step1
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(rna_sample_id:2199)
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(barcode_id:7)
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(mixed_ratio:15.93)
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(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Data|RIKEN3_PMA_72h.RNA_Hyb.Scan
(CIBEX:CBX46)

ILLUMINA_QUANTILE_NORMALIZATION

Hybridization|RIKEN6_PMA_6h.RNA_Hyb
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(rna_sample_id:2202)
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TRIZOL_RNA_EXTRACTION

Extract|RIKEN3_PMA_24h.RNA
(rna_lib_id:HHE)
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454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
(barcode_sequence:TTAGT)

(barcode_id:10)
(house_keeping_gene:ACTB)

(mixed_ratio:32.6)

Hybridization|RIKEN3_PMA_24h.RNA_Hyb
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(condition_name:cultured 4 hours after PMA) TRIZOL_RNA_EXTRACTION Extract|RIKEN6_PMA_4h.RNA
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(condition_name:cultured 96 hours after PMA and then 0 hours after LPS stimulation)

TRIZOL_RNA_EXTRACTION

Extract|RIKEN3_PMA_2h.RNA

TF-qRT-PCR

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

Extract|RIKEN1_PMA_0h.RNA
(rna_lib_id:HGS)

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
(barcode_sequence:GTTAC)

(barcode_id:6)
(house_keeping_gene:ACTB)

(mixed_ratio:33.700000000000003)

TF-qRT-PCR

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

Data|RIKEN1_PMA_0h.RNA.TFqRTPCR
(GEO:GSE15528)

TF-qRT-PCR-NORMALIZE

Hybridization|RIKEN1_PMA_0h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Sample|RIKEN1_PMA_48h
(rna_sample_id:NA)

(condition_name:cultured 48 hours after PMA)

TRIZOL_RNA_EXTRACTION

Extract|RIKEN1_PMA_12h.RNA
(rna_lib_id:HFJ )

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
(barcode_sequence:CTAAC)

(barcode_id:9)
(house_keeping_gene:ACTB)

(mixed_ratio:36.700000000000003)

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

TF-qRT-PCR Data|RIKEN1_PMA_12h.RNA.TFqRTPCR
(GEO:GSE15528)

TF-qRT-PCR-NORMALIZE

Sample|RIKEN1_PMA_1h
(rna_sample_id:2123)

(condition_name:cultured 1 hour after PMA) TRIZOL_RNA_EXTRACTION

Sample|RIKEN1_PMA_12h
(rna_sample_id:2127)

(condition_name:cultured 12 hours after PMA) TRIZOL_RNA_EXTRACTION

Sample|RIKEN1_PMA_0h
(rna_sample_id:2173)

(condition_name:untreated cells) TRIZOL_RNA_EXTRACTION

Sample|RIKEN1_PMA_6h
(rna_sample_id:NA)

(condition_name:cultured 6 hours after PMA)
TRIZOL_RNA_EXTRACTION

Sample|RIKEN6_PMA_24h
(rna_sample_id:2253)

(condition_name:cultured 24 hours after PMA)
TRIZOL_RNA_EXTRACTION Extract|RIKEN6_PMA_24h.RNA

(rna_lib_id:HHK)

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

454CAGE_step1
(amount_of_RNA:50)

(RT_primer:random primer)
(barcode_sequence:TTAGT)

(barcode_id:10)
(house_keeping_gene:ACTB)

(mixed_ratio:17.98)

Sample|RIKEN6_PMA_72h
(rna_sample_id:NA)

(condition_name:cultured 72 hours after PMA)

TRIZOL_RNA_EXTRACTION

Data|RIKEN6_PMA_2h.RNA_Hyb.Scan
(CIBEX:CBX46)

ILLUMINA_QUANTILE_NORMALIZATION

Hybridization|RIKEN6_PMA_0h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Data|RIKEN6_PMA_0h.RNA_Hyb.Scan
(CIBEX:CBX46)

ILLUMINA_QUANTILE_NORMALIZATION

Sample|RIKEN3_PMA_96h
(rna_sample_id:2205)

(condition_name:cultured 96 hours after PMA and then 0 hours after LPS stimulation)

TRIZOL_RNA_EXTRACTION

Sample|RIKEN3_PMA_48h
(rna_sample_id:NA)

(condition_name:cultured 48 hours after PMA)
TRIZOL_RNA_EXTRACTION

Sample|RIKEN3_PMA_2h
(rna_sample_id:NA)

(condition_name:cultured 2 hour after PMA)
TRIZOL_RNA_EXTRACTION

Data|RIKEN1_PMA_72h.RNA.TFqRTPCR
(GEO:GSE15528) TF-qRT-PCR-NORMALIZE

Data|RIKEN1_PMA_6h.RNA.TFqRTPCR
(GEO:GSE15528)

TF-qRT-PCR-NORMALIZE

Extract|RIKEN1_PMA_6h.RNA

TF-qRT-PCR

ILLUMINA_LABELING
ILLUMINA_HYBRIDIZATION

Hybridization|RIKEN1_PMA_6h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Data|RIKEN3_PMA_72h.RNA.TFqRTPCR
(GEO:GSE15528)

TF-qRT-PCR-NORMALIZE

Sample|RIKEN6_PMA_2h
(rna_sample_id:NA)

(condition_name:cultured 2 hour after PMA)

TRIZOL_RNA_EXTRACTION

Hybridization|RIKEN6_PMA_12h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Data|RIKEN1_PMA_24h.RNA_Hyb.Scan
(CIBEX:CBX46)

ILLUMINA_QUANTILE_NORMALIZATION

Hybridization|RIKEN1_PMA_24h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS

Hybridization|RIKEN6_PMA_24h.RNA_Hyb
(Array:Illumina Human-6 V2)

(CIBEX:CAR215)
(GEO:GPL6102)

ILLUMINA_SCANNING
ILLUMINA_IMAGE_ANALYSIS
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