(. Physical Data Model N

tss_ids R . di_tag_summary N
di_tag_summary.di_tag_type Model: Analysis DB by mySQL
tss_id varchar(24) not null -GIs di_tag id varchar(49) not null N
- ) -6sc o Package:
basic_tss_ids  text null public_id varchar(24) not null
library_tss_ids text null di_tag_type varchar(12) not null Dlagram: Ana|y5|S_DB
riken_tss_ids  text null chr_no varchar(6) notnull| | Author: NTTSOFT Date : 2005/03/14
1.n ‘1 . chr_id tinyint not null \\\/ersion 221 /
tissue_id = tissue_ic T strand char(1) not null
lev_stage_id = dev_stage._it -~ - tss_id = tss_id i
1.n start_pos int not null
end_pos int not null i i i
rna_lib_summary tss_library_expr_summary tss_summary ) ) tss_di_tag . ) . ) P R This color table is transaction data tabl
rna_lib_id = rna_lib_ic tss_id = tss_id tss_id = tss_id di_tag_id = di_tag_id tags int not null
rna_lib_id varchar(10) not null - - tss rna lib_id int identity - - tss id varchar(24) not null - | sS di tag id int identity basic TSSs  int not null
tissue_id int not null 1.n tss_id varchar(24) not null 1.n tss_type varchar(12) not null Ln tss_id varchar(24) not null Ll.n library_TsSs int not null
dev_stage_id varchar(16) not null rna_lib_id varchar(10) not null priming_type varchar(10) null di_tag_id varchar(49) not null riken TSSs  int not null
category_id int not null priming_type varchar(10) null chr_no varchar(6)  not null
short_description varchar(64) not null tss_tags int not null chr_id tinyint not null
cage_tags int not null tpm float null strand char(1) not null
CTSSs int not null start_pos int not null tss_tfbs tfbs_summary
" N category_id = category_id . tss_id = tss_id = tfbs_id = tfbs_id —
basic_TSsSs int not null end_pos int not null - tss tibs id int identity - - tbs id varchar(49) not null
library_TSSs int not null 1. represent_type varchar(12) not null o tss_id varchar(24) not null 1n public_id varchar(24)  not null tFos,surr_T:Z“.;f:Etype
riken_TSSs int not null represent_pos int not null tfbs_id varchar(49) not null tfbs_type varchar(24)  not null - Jaspar
i i - Positional_Preference
TEs int not null CTsss !nt not nu:: tfbs_type varchar(24) not null keyword varchar(32)  null _Bucher
cage_tags int not nu position int not null definition  varchar(255) null -EPD
gis_di_tags int not null score float null basic_TSSs int not null
ma_lib_id = rna_lib_ic ctss_library_expr_summary.priming_type gsc_di_tags int not null library_TSSs int not null
T - tss_library_expr_summary.priming_type EPD_TSSs int not null " . B
L.n significant_difference.priming_typel - ) riken_TSSs int not null
significant_difference.priming_type2 DBTSSs int not null / \
- Oligo dT — | SAGE: int £ null tss_summary.tss_type
ctss_library_expr_summary - random significant_difference o5 id = tss id ong_ S n notnu - BasicTSS
- o p— e ol o1 = s mRNA_five_primes int not null - f;:f::ysfss
ctss rna lib id in identity sign_diff i in not nul -
—_ - — e s id - hr(2 null n mMRNA_EST_five_primes int not null
ctss_i varchar( not nu S_il varchr not nu o imil
T (12 - @49 gis_di_tag_regions int not null tssﬁ"mmaw&p”m'"g*wpe neighbor_te
rna_lib_id varchar(10) not null rna_lib_id1l varchar(10) not null di ) int - -andom -
sc_di_tag_regions in not nul - - - -~
priming_type  varchar(10) null priming_typel varchar(10) not null ng&A_re;l;)nsg int not null tss_summary.represent_type neighbor id  int identity
ctss_tags int not null rna_lib_id2 varchar(10) not null RNA— 1000 int ¢ null . g/:ssE te_id int not null
m u s in not nul - . S
tpm float null priming_type2 varchar(10) not null NA P . int ¢ null - GSC neighbor_te_id int not null
m rst_exons in not nul - RIKEN 5" END i
fisher_pvalue  double precision null - . B neighbor_type varchar(16) not null
mRNA_other_exons int not null RIKEN mRNA trand har(1 t null
chi_seq_pvalue double precision null ) . - long-SAGE stran char(1) hot nu
) . MRNA_introns int not null - dbtss
ctss_id = ctss_id . . ‘
1n mMRNA_EST_regions int not null \ ‘ e ld=te_id e, id = neighbor_te_ic
MRNA_EST_up1000s int not null .
..n 1.n
mRNA_EST_first_exons int not null
mRNA_EST_other_exons int not null
ctss_summary ctss_id = ctss_id iR tss_id = tss_id mRNA_EST_introns int not null ts_id = tss._id tes_te te_id = te_id te_summary te id=te id te_gene_symbol
ctss id varchar(12) not null — tss ctss id int - is TATA tinyint not null int identity - te id int not null ~ | te gene symbol id int identity
chr_no varchar(6)  not null varchar(24) not null . is_Initiator tinyint not null 1.1 ss varchar(24) not null 1.1 chr_no varchar(6)  not null 1.n te_id int not null
chr_id tinyint not null varchar(12) not null is BRE tinyint not null te_id int not null chr_id tinyint not null gene_symbol varchar(64) not null
strand char(1) not null is_DPE tinyint not null strand char(1) not null
start_pos int not null is_PSE tinyint not null start_pos int not null
cage_tags int not null percent_cpg_island float null end_pos int not null
basic_TSSs int not null percent_conserved_region float null cage_tags int not null
library_TSSs int not null CDSs int not null gene_summary te_id = te_id CTSSs int not null te_id = te_id te_gene_description
riken_TSSs  int not null gene id varchar(49) not null basic_TSSs int not null T te gene description id int  identity
10 N . .
/ﬁ A public_id varchar(32) not null library_TsSs int not null te_id int  not null
any,keng:i.cc%zgory,name tss_id = tss_id public_db_name varchar(16) not null riken_TSSs int not null gene_description text not null
- LibraryTss e clone_id varchar(10) null represent_gene_id varchar(49) not null
. Efﬁ;ﬂss any_keyword tss_est chr_no varchar(6)  not null
oo any keyword id int identity tss estid  int identity chr_id tinyint not null
-Gsc keyword text not null tss_id varchar(24) not null strand char(1) not null
:gsssmm category_name varchar(16) not null est_type varchar(12) not null start_pos int not null ortholog
ferseq category_group varchar(16) not null five_primes int not null end_pos it not null te go id int identity ortholog_id int identity
_ TRANSFAC upl000s int not null locus_link_id ~int null te_id int not null locus_link_id int not null
- Jaspar first_exons  int not null te_id Int not null go_id  varchar(16) not null other_locus_link_id int not null
- Positional_Preference any_keyword.category_group .
- Bucher T s - other_exons int not null category varchar(32) not null organism_type varchar(24) not null
:EPD introns int not null go_name varchar(255) null similarity_type varchar(10) null
Geme Symbol tss_est.est_type
- Gene Description ~_RIKEN
-GOID .
N - Transcript ortholog.organism_type
60 Name - TFBS ~ Homo sapiens
- Keyword - Mus musculus
\ - Rattus norvegicus




